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A consortium of key laboratories at the National
Autonomous University of Mexico is carrying out a full
genomic project for Taenia solium. This project will provide
powerful resources for the study of taeniasis/cysticercosis.
The nuclear DNA content estimated through cytoﬂuorometry
on isolated cyton nuclei was of about 270Mb. Two proba-
bilistic calculations based on shotgun sequenced genomic
clones, resulted in size estimates for the haploid genome
of 120—140Mb. A combined strategy with 454 and capillary
sequencing is under process. So far, we have achieved 10X
coverage by 454 pyrosequencing and 3.6X coverage by cap-
illary sequencing. Results suggest that T. solium genome is
not highly repetitive (<7%). One small 53 bp tandem-repeat
and different tetranucleotide repeats represented 0.5% and
4.5% of the genome, respectively. Current assemblage still
shows tens of thousands contigs, however, estimates suggest
that 90% of the genes are already included.
Besides genomic sequencing, more than 34,000 ESTs have
been obtained: 14,113 from adult cDNA libraries and 9,157
from larval libraries, which have been made public through
GenBank. Additional 10,000 5′ end sequenced ESTs from a
larval full-Length cDNA library are already available. Unique
genes were identiﬁed by clustering all EST-fragments with
an assembler (minimus). We have identiﬁed around 7,000
‘‘genes’’, some of them are highly expressed in both adult
and larvae stages. Thus, there are 349 ‘‘genes’’ with 10
or more sequences that account for 50% of all transcripts.
Approximately one third (2,038) of the 7,000 genes have a
signiﬁcant match in SwissProt and about 27% of the genes
have no match in SProt + TREMBL, and could constitute new
genes.
The consortium for the T. solium genome project wishes
to use this International Congress of Infection Diseases
to make a worldwide call for collaborative research. This
project is supported by a special grant IMPULSA-UNAM.
doi:10.1016/j.ijid.2008.05.1042
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Taenia solium is responsible for porcine cysticercosis, and
human taeniasis. The parasite constitutes a serious public
health problem in endemic areas of Latin America, Asia and
Africa. The eggs can infect humans, resulting in cysticercosis
or neurocysticercosis. Neurocysticercosis is a serious dis-
ease resulting in high morbidity and, in some cases, death.
Random ampliﬁed polymorphic DNA markers (RAPDs) was
employed to assess genetic variation within 13 T. solium
muscle cysticerci collected from 14 naturally infected pigs.
Using six different random primers and a total of 181 cys-
ticerci, 88 different loci were ampliﬁed, among which 77
(85%) were polymorphic between pigs and from 0 to 24%
within pigs indicating the polymorphism of the population.
The phenogram grouped the cysticerci population into 8
major clusters with low differences in the genetic distances
among and within pigs’ parasites (ranged from 0.78 to 1.00)
mainly grouping according to the pigs’ origins.
Genetic similarities amongst the cysticerci from different
pigs were estimated using the Jaccard algorithm. A cluster
analyses were performed using UPGMA and neighbor joining
methods. Principal components analysis was also employed.
The high cophenetic correlation coefﬁcient obtained for the
Jaccard algorithm and the UPGMA clustering method corrob-
orated small variability observed of isolates from Central
Mexico.
Both, the association (0.0 to 0.089) and the genetic diver-
sity indexes (0.009 to 0.073), support the idea that DNA
diversity is mainly due to a recombination process. Diver-
sity, possibly due to different infection within pigs was also
found albeit exceptionally.
doi:10.1016/j.ijid.2008.05.1043
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Parasitic diseases represent an important public
health problem. Digestive parasitosis are characterized
by high prevalence and a variety of clinical manifes-
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tations, being especially frequent in institutionalized
children.
The aim of the present study was to investigate the
prevalence of intestinal parasitic infections in a Romanian
Children Care Unit. Stool examinations were performed
using the iodine staining for the identiﬁcation of proto-
zoan cysts and the Willis-Hung method, a special technique
for the identiﬁcation of helminth eggs. We investigated 80
institutionalized children aged 2 to 8 years. Parasitic infec-
tions were identiﬁed in 22 cases (27.5%). Giardia lamblia
(17.5%), Blastocytis hominis (1.2%), Entamoeba coli (3.7%),
Ascaris lumbricoides (5%), Trichuris trichiura (6.2%), Enter-
obius vermicularis (6.2%) and Hymenolepis nana (2.5%) were
diagnosed. We have determined associations of two (27.3%)
and more than two parasites (13.6%) among the children
with intestinal parasitosis.
We have also evaluated 16 adults, members of the med-
ical staff, working in this unit. Parasitic infections were
diagnosed in 6 cases (37.5%). Giardia lamblia (25%), Blas-
tocytis hominis (12.5%) and Trichuris trichiura (12.5%) were
also identiﬁed in adults. Association of two parasites was
observed in 33.3% of the positive cases among the members
of the medical staff. Clinical examinations were conducted
to investigate the presence of symptoms in patients. Clinical
signs (diarrhoea, weight loss, abdominal pain and cutaneous
manifestations) were present in children and their medical
staff as well. Our results suggest a possible transmission of
the parasites within this pediatric unit.
doi:10.1016/j.ijid.2008.05.1044
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Background: Some parasites have been considered non-
pathogenic, but this classiﬁcation has some limitations
according to recent reports indicating it could be the cause
of different intestinal symptoms and signs. In order to under-
stand the clinical signiﬁcance of Blastocystis hominis and
other non-pathogenic protozoons, it is important to esti-
mate the characteristics of cases, probably infected with
non-pathogenic intestinal parasites. This aim of this study
was to evaluate clinical characteristics of children with posi-
tive stool-specimen with these intestinal parasites. Material
and Method: In this study, 46 children (22 boys, 24 girls)
aged between 7—203 months (mean 105.0± 50.4 months)
whose stool examination revealed B. hominis, Dientamoeba
fragilis, Endolimax nana, Cryptosposidium spp., were eval-
uated for clinical symptoms and demographical ﬁndings.
For parasitological examination, stool samples prepared by
formol-ethyl acetate concentration and after saline and
iodine preparations for microscopic examination under 10×
and 40× magniﬁcation. Also trichrome stained prepara-
tions in ambiguous amoebas cases and modiﬁed Erlich Ziehl
Nielsen stained preparations for Cryptosporidium in order
to determinate characteristics of non-pathogenic intestinal
protozoons infections. Children with other bacteriological
and parasitological agents were excluded.
Results: B. hominis was the most common intestinal par-
asite. The frequency rate of intestinal symptoms was 88.4%
in the B. hominis cases and 63% of total group. Abdomi-
nal pain was the most frequent symptom (76.9%). Diarrhea
and distention followed at a rate of 50.0% and 32.6%.
Weight loss and loss of appetite are the following main ﬁnd-
ings of these children. 39.1% of these patients have been
received treatment and responded favorably to treatment
with metronidazole for 10 days.
Conclusions: Some non-pathogenic parasites are respon-
sible of gastrointestinal symptoms when it is found in high
numbers in the stool and when there no other parasites. It
is important to estimate the characteristics of cases with
B.hominis and other non-pathogenic protozoons for treat-
ment options.
doi:10.1016/j.ijid.2008.05.1045
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Brazil currently confronts the spreading and urbaniza-
tion of American Cutaneous Leishmaniasis (ACL), in big and
middle-sized cities, which is primally zoonotic and related
to forest environments. The present work valued the epi-
demiologic aspects of ACL in Ilhéus, and the possible risk
factors associated to its appearance in the urban area of
this city. A revision of all investigation cards of ACL cases
in Ilhéus, registered by the SVE/SMS/Ilhéus from January
2000 to December 2006 was performed, analyzing the fol-
lows information about the referred cases: age, sex, clinical
forms, diagnostic date and illness evolution. A study on phle-
botomine sand ﬂy occurrence in the urban area of Ilhéus was
carried out from March to August 2006, using CDC light traps.
The canine infection was investigated through indirect ﬂu-
orescent antibody test (IFAT) and BIOGENE enzyme-linked
immunosorbent antibody test (ELISA) for calazar canine.
Additionally, a matched case-control study was carried out
involving the human population. Analysis of investigation
records showed that ACL affects mainly adult subjects, with
cutaneous lesions as the principal clinical form. The season-
ality analysis showed the probable infection period to be
quarter September-November (Spring). No statistically sig-
niﬁcant correlation was observed (p < 0.05) between case
number and climate data (rain fall, humidity and temper-
ature). On the other hands, periods with high rainfall and
humidity showed a smaller number of cases. Lu. Cortelezzii
was the one species collected in urban area. Three seropos-
itive dogs were identiﬁed by the immunoﬂuorescence assay.
The case-control study showed that the age group 13 to
44 years (p = 0.0061; OR = 0.13; 95% CI = 0.076—0.22), living
close to woodlands, was associated with decreased risk; the
habit of going to the rural area of Ilhéus showed to be a
